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RESULT 7 
AAV63730 

ID AAV63730 Standard/ Dna; 9299 BP. 

AC AAV63730/ 
XX 

DT 12-APR-ig99 {first entry) 

DE Vector pla^rnid PerGUSlS. 

XX 

Kw Peroxidase; p^rS gene; m^iz^f a^^xn; transgenic plant.- promoter; root; 
XX 

OS Escherichia coli. 

OS 2ea mays. 

OS Agrobacteriuia tuinef aciena . 

OS Synthetic. 

OS Chimeric . 

XX 

^^Y I/Ocation/Qualifiers 

FT promoter 48. .4247 

^ /*tag-. a 



^ /note- "per5 promoter and untranslated leader" 

iTT ^xon 4243. ,4263 ^w^l 

^ /*taq- b 

^"^ /notG= "per 5 exon 1" 

"^05 4264, .5068 
/*tag= c 

^ /product- "beta-glucuronidaae" 

11 ^ /note= "Escherichia coli uidA reoorter a©Ae" 

FT 3'UTR 5069. .6111 

FT /*tag- d 

f]^ ^, /note- "3' untranslated region from pBI221" 

FT 3»[JTR 6122. .6396 

^ /*tag.^ e 

^ /note- "noa 3*CTR" 

FT ndac eeature S397. ,6407 
/*tag= f 

^ /note= "linker" 

FT mi8C_featvi>:c 64 08. .9299 



FT 



^ /note= "Bluescript ix SK-" 

PN W09B56921-A1. 
XX 

PD 17-DEC-1998. 

KX 

?F lQ-JUN-1996; 98WO-DS011923 , 
XX 

PR 12-jaN-1997; 97US-004975PP 
XX 

PA {DQWC ) DOW AGRO SCIENCES LLC. 
XX 

It piC^!^ ^^^^^^^ ^' ^^Imar s, Polkerts 0, Hopkins N, Menke MA; 

PI P-3reddy D, Petolino JF, Smith Wooaley A; 

DR WPI/ 1999-060904/07. 
XX 

PT NOW isolated regulatory scquenceg for transgenic plants - which are 

DT ^'^'^^^ preferential cationic peroxidase protein 
(per5) jene. 

XX 

PS Examp-ld H; p^^e 109-112; 150i?p; English. 

rr l^t^J:^ nucleotide sequence of PerGQS, a plasitdd containing 4 Kto of 

CC the maize root preferential cationic peroxidase por5 gene Oompri^irKT the 

CC perb promoter, untr^r^olated leader, and the first 5 codona of the ciclinq 

CC region (i.e. nucleotides 1-4200 of the Sequence t^iven in AAVS3717) , aa " 

CC well as the C5US gene, and the nos 3' untranslated r6>gion H'UTR) . it does 

CC net include $a intron in the ontranalatod region. The invention relates 

rr i?„?r regulatory aequencea, especially promoter , intron and 

CC 3 UTR sequences, of the maize per5 gene. Claimed recornbinant gone 

CL oasaettGS comprising per5 regulatory sequenoes are used to control 

CC expression of jreconbinant genes in selected tiasiie, esjpecially the root, 

CC of transformed plants, particulijrly maisc 
XX 

SQ 



sequence 9299 BP; 2573 A; 2114 C; 215S G; 2453 T; 0 Q; X Other; 
Ouery Match 25.4%; Score 209.2; DB 2; Length 9299; 
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^^""^^ /^ppucauon 1U000208 and Search Result us-l 0-660-208-90.1,.. Page 2 of 3 

Best Local Similarity 90, IS; Pred. NO. 4.66-56; 

watches 236, Cgnservative O; Mismatches 23; tndela 3; Gaps 1,- 



T(5CACGCTACTCCAAGTATAAGACACA6CTAAAACACAACATAATG'- >CAGTGGTCAT £ 8 



Qy 2 ^ 

Db 1402 TGCACAGTACTCCAAGTATAAGAcAi^^ci^U^^ 

Qy 59 TCTMAACATGTGTCTTACCATATTCATTGTATCAA-rCAGAACATTCAATAAATTAAAGT U3 

''IHllllJ|l|fllf|j|||J||||||||. mi 11,11,,, iiiiiimYTTii 
Db ■ 1462 TCTAAAACATGTGTCTTACCATATTCATT«STAciAiiTAG^^^ Ij^l 

Qy 119 <^ACCAATCAGATAGTCTCCTGTCCCGAATATAGAGCTAAGACACTGT6TCTTCGTCAAGA 178 

IIIIIIIMI Ml [IMMII Mil DIMM M Mill MM MM Ml II III 
Cb 1522 6ACCAATCAGCTAGCCTCCT6TCTC(^CATAGAGCTLvCACATiiiGTe^ 1581 



Qy 179 TACATGTCTTGAGATTTTTTACArrCACCCCCCTAGACACACTCTAAGACACAACTTAAG 238 

,c "JlNIIM M MM Mi Mini III IMMMMMIMIMMM III 
Lb 1.92 TACATGTCTTAAGTTTTTTTATATTCACTCCCAAAGACACACTCTAAGACACAACGTAAC 1641 

Qy 239 ACACCCATTGTACATGCCCTAA 260 

MIMMMIMMMI M f 
Db 1642 ACTACCCATTGTACATGCTCTTA 1563 

RESULT 8 
AAV63731 

. ID AAV637 31 ir.tandarcJ; DNA; 54 08 BP 
XX 

AC AAV63731; 
XX 

DT 12-APR-1999 [first ontry) 
XX 

DE Vector plaamiei 1>ERGUSPBR3. 

XX 

Pero^cidase; per5 gexiG; mai?.c.- corn; transgenj.c plant; promoter; root; 
KW vec.or; plasmid PERGUSPER3? beta- glucuronidase; uidA; reporter gene; d«,- 
KW circuXiir; cyclic. 
XX 

OS Escherichia coli. 
OS 2ea mays. 

OS Agrobacterium tumefaciens, 
03 Synthetic. 
OS Chimeric. 
XX 

i-ocation/Quaiifiers 
FT mi 3 cofeature 1. ,42 

^ /*tag= a 

, /note- ^'polylinker site" 

FT misc_feature 43. .53 

^ /note= "synthetic linker" 

promoter 54. ,4253 

/*ta9- c 

/note= "per5 promotei* And untranslated lo^tder" 
axon 4254. .4269 

/*t:ag= d 

/nozo- "per5 exon 1" 
^ CDS 4266. .6074 

/*tag= e 

/products "bota-glucuronidase" 
^3 ^, /note= "Escherichia Coli uAdA reportor gene" 

FT 3'CTR 6075. .7T17 r- y * 

^ /*tag= t 

£1 ^ /note= "3* untranslated region from p3i22l" 

FT 3'UTR 6140. .6510 
/*tag- g 

FT /note.-- "perS S'OTR" 

Fl* misc_£eature 6517. ,8408 

^ /*tag= H 

FT /note- "Blueacript ri SK-" 
XX 

PN W0985 6921-A1, 
XX 

PD 17-DEC-199e. 
XX 

PF 10-J0K-I99g; 98WO-CJS01i92 " . 
XX 

PR 12-JUN-1997; 97US-0049752?. 
XX 

PA {OOWC ) OOW AGROSCIEjncES LLC. 



FT 
FT 
FT 
FT 
FT 
ST 
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